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Education

Ph.D. Statistics, State University of New York at Stony Brook, 1995
Thesis in Statistical Genetics, titled “An Application of Robust Estimation to Linkage Analysis”
Advisor: Stephen Finch

M.S.  Applied Mathematics, State University of New York at Stony Brook, 1992

B.S.  Mathematics, summa cum laude, State University of New York at Albany, 1990
Minors: Physics, Music. Phi Beta Kappa

Work Experience

University of Vermont, Burlington VT (2001 — present)

Associate Professor, Department of Mathematics and Statistics (2008 — present)
Assistant Professor, Department of Mathematics and Statistics (2004 — 2008)
Research Assistant Professor, Department of Medical Biostatistics (2001 — 2004)

St. Michael’s College, Colchester, VT (2000 — 2001)
Assistant Professor, Department of Mathematics

University of California at Berkeley, Berkeley, CA (1999 - 2000)
Postdoctoral Research Associate, Department of Integrative Biology

Environmental Risk Analysis, San Mateo, CA (1998 — 1999)
Research Scientist

St. Olaf College, Northfield, MN (1995 — 1998)
Assistant Professor, Department of Mathematics
Director of Statistics Program (1996 — 1998)

Software Developed

asymLD: an R package for computing asymmetric Linkage Disequilibrium. The Comprehensive R
Archive Network (CRAN), http://cran.r-project.org/

EMhaplofreq: software for the estimation of multilocus haplotype frequencies and linkage disequilibrium.
Copyright © 2003 — 2009. The Regents of the University of California, under the terms of the GNU
General Public License.

PyPop: A Software Framework for Population Genomics. Copyright © 2003 — 2009. The Regents of the
University of California, under the terms of the GNU General Public License (http://www.pypop.org/ or
http://www.uvm.edu/~pypop/).
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The publications listed below are organized by the three major areas of my research and scholarship:
1) Immunogenetics and Statistical Genetics, 2) Medical Biostatistics, 3)
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Co-chair of the Biostatistical Analysis Project for the 14th IHIW (2002 — 2006).
Co-chair of the Microsatellite Working Group session at the 14th IHIW (2004 — 2005).

Consultant on questionnaire design and analysis for the Vermont State Department of Education and the
Vermont Agency of Human Services.

Reviewer for Genetic Epidemiology, American Journal of Human Genetics, Human Immunology,
European Journal of Human Genetics, Tissue Antigens, Genes and Immunity, the American Statistician,
and the Journal of Statistics Education.



